The inaugural Neurobiology of Stress Workshop was first organized by the University of Colorado in 2010 with the intent of bringing together researchers from across the world to promote dialogue and advance research on the relationship between the underlying neurobiology of stress and its impact on mental and physical health. Due to the resounding success of the original meeting, subsequent Workshops were held at the University of Pennsylvania (2012) and University of Cincinnati (2014). In continuing the tradition of meeting in alternating years, the most recent Workshop was hosted by the University of California at Irvine (2016). This issue of Neurobiology of Stress includes several articles to provide a brief overview of the 2016 Neurobiology of Stress Workshop for the scientific community and thereby summarizes the path-breaking work in the general topic area of their session.
M A N U S C R I P T
A C C E P T E D ACCEPTED MANUSCRIPT (Lapp and Hunter, 2016) for review]; the role of neuropeptides on stress responses [see (Harmatz et al., 2017) ]; and the endocannabinoids and stress [see (Lutz et al., 2015; Morena et al., 2016) for reviews]. This issue of Neurobiology of Stress will include summary articles from several other sessions from the workshop. Jane Foster, Linda Rinaman and John Cryan provide an overview on their session that examined how stress impacts the gut-brain access; this session included Tracy Bale and Elaine Hsiao. Beyond the role of the gut-brain axis in the regulation of ingestive behaviors, this session described the roles of the gut microbiome in neurodevelopmental outcomes. This session also discussed how stress and early life experiences impacts the gut-brain axis; specifically how stress impacts the flora of the gut microbiome and thereby increases the risk of neurological disorders ranging from autism to anxiety to depressive illness and cognitive deficits. Their review highlights the advances derived from ongoing preclinical studies and also discusses the missing gaps in our knowledge base as the animal data are being translated to the clinical setting. 
